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Introducere. Microbiomul intestinal reprezinta un grup de
mai mult de 500 de specii de bacterii atat cu rol benefic ce
formeaza bariera imunologica a organismului uman, cat si
negativ, dacd nu este respectata o dieta echilibrata. Scopul
lucrarii. Studierea rolului disbiozei intestinale in dezvol-
tarea obezitatii si implicit a diabetului zaharat. Material si
metode. A fost realizata analiza bibliografica a literaturii
stiintifice referitor la microbiomul intestinal in concordanta
cu diabetul zaharat, publicate in ultimii 10 ani, utilizand
motoarele de cautare: PubMed si MedScape. Rezultate. O
dieta bogata in grasimi si proteine animale creste populatia
de Proteobacterii si Firmicutes din microbiom, ceea ce ge-
nereaza substante proinflamatorii (peptidoglicani, lipop-
olizaharide), mediatori ai inflamatiei (interferonul gama,
TNFa), aminoacizi ramificati si trimetilamina. Pe fundalul
unui intestin permeabil, acestea declanseaza raspunsuri in-
flamatorii, rezistenta la insulina si diabet zaharat. O dieta
bogata in vegetale si anume fibre creste familia de Prevotel-
la si Bacteroides, generand astfel acizi grasi cu lant scurt,
ca rezultat va creste sensibilitatea la insulina. Concluzii.
Disbioza intestinald declansata de o dieta de origine pref-
erential animala contribuie la perturbarea echilibrului din-
tre substantele pro- si antiinflamatorii generate de micro-
biomul intestinal, conducand la dereglarea barierei intesti-
nale, rezistentad la insulina si diabet zaharat. Cuvinte-cheie:
microbiom, diabet zaharat, disbioza.
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Background. The intestinal microbiome represents a
group of more than 500 species of bacteria with a benefi-
cial role that forms the immunological barrier of the hu-
man body, but also a negative one, if a balanced diet is not
followed, it can lead to dysbiosis. Objective of the study.
Studying the role of intestinal dysbiosis in the development
of obesity and unconditional diabetes. Material and meth-
ods. The bibliographic analysis of the scientific literature
related to the intestinal microbiome in accordance with
diabetes, published in the last 10 years, was carried out
using the search portals: PubMed and MedScape. Results.
A diet rich in animal fat proteins increases the population
of Proteobacteria and Firmicutes in the microbiome, which
generates pro-inflammatory substances (peptidoglycans,
lipopolysaccharides), inflammatory mediators (interferon
gamma, TNFa), branched-chain amino acids and trimethyl-
amine. In the background of a leaky gut, they trigger inflam-
matory responses, insulin resistance, and diabetes mellitus.
A diet rich in vegetables with fibers increases the family of
Prevotella and Bacteroides, generating short-chain fatty
acids and as a result, insulin sensitivity will increase. Con-
clusions. Intestinal dysbiosis triggered by a preferential
animal-based diet contributes to disruption of the balance
between pro- and anti-inflammatory substances generated
by the intestinal microbiome, leading to intestinal barrier
dysregulation, insulin resistance, and diabetes. Keywords:
microbiome, diabetes mellitus, dysbiosis.



