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Rezumat

Introducere. Rezistenta |a antimicrobiene reprezinta una din cele mai grave amenintdri pentru sandtatea publicd si siguranta pacientilor la nivel
mondial, devenind o povara atét sociald, cat si economica grava, generand costuri ridicate de asistentd medicald, erori de tratament, soldate uneori
cu decese. Provocdri majore in medicind reprezinta infectiile cauzate de bacili gram-negativi multi-rezistenti, care determind anual 700 mii decese in
intreaga lume, cu tendintd de crestere in urmatorii ani.

Obiective. Evaluarea fenotipurilor de rezistenta si factorilor de patogenitate a bacililor gram-negativi izolati din biosubstrate.

Material si metode. Au fost studiate 64 tulpini de bacili gram-negativi izolate din diverse biosubstrate, care au fost identificate prin tehnici
microbiologice standarde. Determinarea factorilor de patogenitate s-a efectuat conform metodologiei in vigoare. Testarea sensibilitatii la
antimicrobiene s-a efectuat conform standardului EUCAST (The European Committee on Antimicrobial Susceptibility Testing).

Rezultate. Tulpinile de bacili gram-negativi au prezentat o rezistenta marcata la aminopeniciline (93,2%), peniciline cu inhibitori de beta-lactamaze
(89,3%) si cefalosporine (82,7%). Un nivel de rezistenta mai scdzut s-a inregistrat la aminoglicozide (20,9%), sulfonamide (18,4%), monobactame
(14,6%) si carbapeneme (10,2%). Majoritatea tulpinilor au prezentat toxine formatoare de pori, in special lipaza (77,5%), lecitinaza (50,2%) si
hemolizine (52,8%).

Concluzii. Rezultatele studiului denota o rata inalta de rezistentd la unele grupe de antimicrobiene a tulpinilor clinice de bacili gram-negativi.
Enzimele proteolitice si hemolizinele, factori importati de patogenitate responsabili de invazia si distrugerea tesuturilor gazdei, au fost pusi in
evidentd la peste 60% dintre tulpini.
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Summary

Introduction. Antimicrobial resistance is one of the major threats to public health and patient safety worldwide, posing a significant social and
economic burden and leading to high healthcare costs, treatment errors and sometimes death. Infections caused by multi-resistant gram-negative
bacilli are among the major challenges in medicine, annually causing 700,000 deaths worldwide, with a tendency to increase in the coming years.
Objectives. To assess the resistance phenotypes and pathogenicity factors of gram-negative bacilli isolated from biosubstrates.

Material and methods. There were studied 64 gram-negative bacilli strains, isolated from various biosubstrates, and were identified via standard
microbiological techniques. The pathogenicity factors were determined based on the current method. Antimicrobial susceptibility testing was
performed in accordance with EUCAST (The European Committee on Antimicrobial Susceptibility Testing).

Results. Gram-negative bacilli strains showed a marked resistance to aminopenicillins (93.2%), penicillins with beta-lactamase inhibitors (89.3%)
and cephalosporins (82.7%). A lower level of resistance was registered for aminoglycosides (20.9%), sulfonamides (18.4%), monobactams (14.6%)
and carbapenems (10.2%). Pore-forming toxins were found in most strains, particularly in lipase (77.5%), lecithinase (50.2%) and hemolysins
(52.8%).

Conclusions. The study results revealed a higher resistance of gram-negative bacilli clinical strains to certain groups of antimicrobials. Proteolytic
enzymes and hemolysins that are imported pathogenic factors, being responsible for invasion and damage of host tissues, were identified in more
than 60% of the strains.
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