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Introducere. Melanomul este o tumora cutanata foarte in-
vaziva cu incidenta crescuta, rate ridicate de supravietuire
in absenta metastazelor, proteinele S100 jucand roluri cru-
ciale In progresia sa. Proteina S100B ajuta la stadializarea
melanomului, aprecierea prognosticului, evaluarea trat-
amentului si predictia recidivei. Scopul. Scopul acestui
studiu este de a investiga si analiza diverse aspecte legate
de modelele de expresie, corelatiile clinice si rolurile po-
tentiale de diagnostic si prognostic ale genelor familiei S100
in melanom. Material si metode. Au fost analizate profilu-
rile de expresie ale genelor S100 in 112 cazuri, inclusiv 73
de mostre de melanom metastatic, 31 de melanom primar
si 8 mostre de piele normala din diverse articole stiintifice.
Rezultate. Acest studiu a explorat pofilele de expresie ale
17 gene ale familiei S100 in melanom si corelatiile lor cu
caracteristicile clinicopatologice. Au fost identificate doua
clase distincte de expresie genetica In mostre de piele nor-
mald, melanom primar si melanom metastatic. Prima clasa
(S100A1, S100A13, S100B) a prezentat o expresie crescuta
atat In melanomul primar; cat si In cel metastatic, S100B fi-
ind Tn mod special legata de raspunsul la tratament si su-
pravietuirea pacientului. In schimb, a doua clasi (S100A2,
S100A7, S100A8, S100A9, S100A10, S100A11, S100A14)
a aratat o expresie mai ridicata in melanomul primar, dar
niveluri reduse in stadiile metastatice, sugerand un rol in
progresia tumorii. Aceste rezultate evidentiaza rolurile
complexe ale genelor familiei S100 in biologia melanomu-
lui, influentand procese critice precum proliferarea celu-
lard, invazia si metastazarea. Intelegerea acestor modele
distincte de expresie ar putea duce la dezvoltarea de terapii
tintite. Concluzii. Genele familiei S100 sunt cruciale In diag-
nosticul si prognosticul melanomului, modelele diferite de
expresie indicand roluri potentiale in invazia si metastaza-
rea tumorii. Cuvinte-cheie: Melanom malign, S100, tumora.
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Introduction. Melanoma is a highly invasive skin tumor
with increasing incidence, high survival rates if non-meta-
static,and S100 proteins play crucial roles in its progression.
S100B protein aids melanoma staging, prognosis, treatment
evaluation, and relapse prediction. Objective of the study.
The aim of this study is to investigate and analyze various
aspects related to the expression patterns, clinical correla-
tions, and potential diagnostic or prognostic roles of S100
family genes in melanoma. Material and methods. We ana-
lyzed the expression profile of S100 in 112 cases, including
73 metastatic, 31 primary melanoma, and 8 normal skin
samples from various articles. Results. This study explored
the expression profiles of 17 S100 family genes in melano-
ma and their correlation with clinicopathological features.
We identified two distinct gene expression classes across
normal skin, primary melanoma, and metastatic melanoma
samples. The first class (S100A1, S100A13, S100B) exhib-
ited elevated expression in both primary and metastatic
melanoma, with S100B particularly linked to treatment
response and patient survival. Conversely, the second class
(S100A2, S100A7, S100A8, S100A9, S100A10, S100A11,
S100A14) showed higher expression in primary melanoma
but reduced levels in metastatic stages, suggesting a role
in tumor progression. These results highlight the complex
roles of S100 family genes in melanoma biology, impacting
critical processes like cell proliferation, invasion, and me-
tastasis. Understanding these distinct expression patterns
could lead to the development of targeted therapies. Con-
clusions. S100 family genes are crucial in melanoma diag-
nosis and prognosis, with differential expression patterns
indicating potential roles in tumor invasion and metastasis.
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